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The enzyme code number

The EC number : is a unique identifier for each enzyme
classified according to this system. The EC number consists of
4 digits. The first digit represents the class of enzyme, the
second digit strands for the subclass, the third digit represents
the sub-subclass or subgroup and the fourth digit provides the

particular enzyme
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Two models of Enzyme — Substrate binding ) Balall - ag 3Y) puall Cpa (e ol

1.  Lock and key model :Cm‘ — Jall a1

Emil Fischer proposed, in 1894, that both the enzyme and the substrate possess specific .
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complementary geometric shapes that fit exactly into one another. This is often referred to as
"the lock and key" model. This early model explains enzyme specificity, and assumes that the
active site is a perfect fit for a specific substrate and that once the substrate binds to the enzyme

no further modification occurs
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Diagram of the lock and key hypothesis

1. Induced fit model : ) 9aa dﬁ.{}‘ K
The induced fit model (suggested by Daniel Koshland in 1958) is a

development of the lock-and-key model and assumes that an active : L le H O d.p }d\ RV ‘f (u).\m d\.zél\ cﬁ }d\ O JS,Q
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Diagram ofthe induced fit hypothesis . .. . .
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